MyHeritage DNA Tools
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In this class we will cover the advanced tools MyHeritage offers for those with DNA
results in their database.

Theory of Family Relativity™
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technologies establish
connections between people in
trees and records to hypothesize
how your DNA matches.
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Review DNA Match

Be sure to create Notes
about how you are related
that will carry to other tools in The note box
MyHeritage. will be gray
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Hauser and 13 more.

Ancestral places common to you and § P include Great Br orth Carolina, USA and 20 more.

Notes
\ S P Estimated relationships
it 1st cousin once removed - 2nd related on Mother's side - on the Brown line - through G™*** M*****
/ From: USA & cousin once removed @
Contact Sherry

Appears in a family tree with 4,012 people that she manages

S 15 is your 2nd cousin once removed according to the Theory of Fz

Ancestral surnames common to you and S P include Smith; Lucas;

Ancestral places commontoyouandS - P include Great Britain; Nor



The AutoClusters Tool - organizes your MyHeritage DNA Matches into

shared match clusters that likely descended from common ancestors.
Example of AutoClusters
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! ) AutoClusters
- .
[( ? =, An automatic tool that organizes your DNA Matches into clusters that likely descended from
N - > common ancestors.

Example of AutoClusters

Click Explore

Generate clusters for:

Catrina Smith ~

Click Generate <

Autoclusters will then be emailed to you. This can =gr
be a few minutes or a couple of hours depending
on dema nd Generating AutoClusters

We have started creating the AutoClusters for you.

Save the Zipped 'ﬁle to your Computer‘ When you This process can take between a few minutes and several

hours.
unzip the file you will have three files - a Readme o S
PDF, a CSV file with a spreadsheet, and an HTML

file that shows your clusters. |
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Open the HTML file to see your autoclusters graph.

The names of your DNA matches are listed along the side and top of the graph. Each
colored box is a genetic match between the two people itintersects. No color means
that those two people do not have matching DNA to each other. Each cluster is a genetic
group related on an ancestral line.

AutoClusters

Names of matches /

Gray cells that do not belong to any cluster sometimes represent a shared match where
one of the two cousins is too closely related to you to belong to just one cluster and may
help in understanding the cluster’s relationships to each other.

Autoclusters do not show all of your matches in the MyHeritage database. It shows those
that meet the criteria which is given in the Readme PDF and at the bottom of the graph.

Below the graph is a table with information about each cluster. Clicking on the name will
take you to the DNA match summary in MyHeritage or if you click the blue number
(representing how many people are in their online tree) you will be taken to view their tree.
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~ Cluster4 (9 people)

4 omes through the a sibling to Floyd Messersmith
c.om 7 253 5 s 4 your notes
Lol 60.4 27.1 4 4 4 705 related by Thomas Henry Messersmith and Annie Ottosen thro.

Your notes created on DNA matches will be pulled into the report. This is extremely
helpful in being able to understand your clusters. All of us have clusters of matches but
MyHeritage has automated being able to see them in a visual way that helps us
understand our DNA matches much quicker than before.
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The Chromosome Browser ~~is a tool that shows your chromosomes graphically. Itis

used to visualize shared DNA segments that people who share DNA have in common.
MyHeritage locates such shared segments when it analyzes your DNA results and
determines that you are a match with someone else when there are sufficient shared

segments of sufficient size between you.

1st cousin twice removed - 2nd cousin once

removed @

°

To view Click on Review DNA Match
and scroll down to see the
Chromosome browser.

Chromosome Browser — Shared DNA Segments @
and you share 21 DNA segments. Advanced optio

The Chromosome Browser One to Many ~~ is a tool that shows triangulation of the

DNA segments that match you and several other people to view if there are
intersecting DNA segments. Click on DNA at the top Menu bar - click on DNA tools in
the drop down menu. Click Explore under Chromosome Browser. v

@ MyHeritage Home

Chromosome Browser — One-to-many

Select up to 7 DNA Matches to view shared DNA segments

Compare + To 2 DNA Matches
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DNA results

You can now select individuals
to compare DNA segments.
Click the add button while
hovering over their profile card.
You may need to search by
name or scroll through pages
by clicking arrows at the
bottom. Click Compare.



If you and two matches share a segment (inherited from a common ancestor or
ancestors), then you have a triangulated segment. In MyHeritage these are framed.

@MyHeritage Home Family tree Discoveries DNA Health [ Research

Chromosome Browser — One-to-many
You and all of the selected DNA Matches share 6 triangulated segments
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Shared DNA segments info Advanced options ~
oL, Download shared DNA info

v & You and all of the selected DNA Matches share 6 triangulated segments

v = Karl Greenwood and you share 6 DNA segments

Dean Messersmith and you share 21 DNA segments

Click Advanced Options and then click download the shared DNA information to be
given in a CSV file format with exact locations and lengths of shared segments which is
useful for mapping your DNA. e Sa ekt o TssTees st rsieos s s

Catrina Smitl All selected [ 5 3079891 31618475 rs16871030 rs250806 39 15360
Catrina Smitl All selected [ 9 10883851 36808623 rs7873741 rs11697444S 35.6 16000
Catrina Smitl All selected [ 12 30389264 50319003 rs10771674 rs2276188 19 8192
Catrina Smitf Al selected 14 73085926 93418952 rs11844834 rs1006888 245 11776
Catrina Smiti Al selected 17 10054070 32332830 rs145352875 rs8081899 272 9600
Catrina Smiti K 1 147807277 161488017 rs481176  rs15099148€ 14.8 6272
Catrina Smiti K. ‘ 5 3079891 31618475 rs16871030 rs250806 39 15360
Catrina Smiti K 9 10883851 36808623 rs7873741 rs11697444S 35.6 16000
Catrina Smitl K 12 30389264 50319003 rs10771674 rs2276188 19 8192
Catrina Smiti K 14 73085926 93418952 rs11844834 rs1006888 245 11776

“Chromosome Mapping ~ With enough shared segments among different close cousins,
you can assign specific segments to known ancestors. To know which segments are
inherited through your maternal grandfather versus which segments are inherited through
your maternal grandmother, you can group and triangulate the segments with close
cousins and collateral relatives (non-direct ancestors) of the individuals comparing shared
segments.” MyHeritage Education Information 5



